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Abstract

Abstract
Keywords: allopatric speciation, biogeography, Buergeria robusta, Buergeria

japonica, genetic diversity, phylogeography

The Su-Hua Coast Region plays an important role effecting the species diversity
and genetic differentiation within the island of Taiwan. The steep cliff in this area formed
a barrier both in north-south and east-west directions, and stopped species from
dispersing across this region. The important role of this barrier in biogeography has
been shown by phylogeographic studies in several terrestrial animals. Nevertheless,
past studies usually concerned on the differentiation pattern in a large scale, but
seldom concentrate on fine-scaled studies. Here we use herpetological species as a
model to study the effect of differentiation across the Su-Hua Coast Region. The result
showed a pronounce difference of herpetological fauna between the northern and
southern sides, especially in grass lizards (Takydromus spp.), tree lizards (Japalura
spp.), and tree frogs (Rhacophoridae). On the other hand, phylogenetics studies of the
Japanese tree frog (Buegeria japonica) combined with the brown tree frog (Buegeria
robusta) by mitochondrial DNA sequences showed a strong differentiation pattern
among the river drainages. The most prominent barrier occurred at the Cing-Shui Clift,
separating the He-Ping Stream drainage from the Li-Wu Stream drainage. These
results could be treated as educational materials for the Taroko National Park in
evolutionary biology. We wish the importance of this region to be highlighted and serve

as a model discussing the fine-scale differentiation pattern in Taiwan.
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SAMOVA

Number of . Amon% populations Within
groups Among Groups within groups Populations

2 71.13 13.97 14.9
70.73 9.49 19.78
67.24 11.43 21.33
73.79 2.86 23.34

65.59 11.58 22.83
73.57 2.55 23.88
73.52 2.08 24.4
10 73.33 2.7 23.97

3
4
5
6 73.62 3.77 22.62
7/
3
9




AMOVA

Fixation

indices Significance tests

Sum of squares % of variation

Among groups 2602.746 73.79 O ,=0.73792 P=0.00,d.f.=4

Among
populations within 156.527 : D =0.10926 P=0.00,d.f.=28
groups

Within

oopulations 967.649 ®,=0.76656 P=0.00,d.f.=53
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